Pathway alterations in primary GBM cell lines
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Genomic profiling of primary GBM cell lines. Single nucleotide variants (SNVs), intragenic deletions and
gene copy number changes in genes in pathways frequently affected by genomic changes in GBM
detected in the primary GBM cell lines. SNVs shown in bold are homozygous, otherwise heterozygous.
Blanks indicate wild type genes.



